<400> 32 
cttgaggagc gtcagaagcg 20 

<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 

<400> 33 
ataacgaatg aagcctcgtg 20 

<210> 34 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 



y <400> 34 
^ gctaatatct 


gtaagacggc 


agctacagca 


ggcatcattg 


40 




fU <210> 35 
C <211> 1819 
IB <212> DNA 

<213> Homo sapiens 










J! <400> 35 
^ gagccgccgc 


cgcgcgcgcg 


ccgcgcactg 


cagccccagg 


ccccggcccc 


50 


||1 ccacccacgt 


ctgcgttgct 


gccccgcctg 


ggccaggccc 


caaaggcaag 


100 


n gacaaagcag 


ctgtcaggga 


acctccgccg 


gagtcgaatt 


tacgtgcagc 


150 


tgccggcaac 


cacaggttcc 


aagatggttt 


gcgggggctt 


cgcgtgttcc 


200 


aagaactgcc 


tgtgcgccct 


caacctgctt 


tacaccttgg 


ttagtctgct 


250 


gctaattgga 


attgctgcgt 


ggggcattgg 


cttcgggctg 


atttccagtc 


300 


tccgagtggt 


cggcgtggtc 


attgcagtgg 


gcatcttctt 


gttcctgatt 


350 


gctttagtgg 


gtctgattgg 


agctgtaaaa 


catcatcagg 


tgttgctatt 


400 


tttttatatg 


attattctgt 


tacttgtatt 


tattgttcag 


ttttctgtat 


450 


cttgcgcttg 


tttagccctg 


aaccaggagc 


aacagggtca 


gcttctggag 


500 


gttggttgga 


acaatacggc 


aagtgctcga 


aatgacatcc 


agagaaatct 


550 


aaactgctgt 


gggttccgaa 


gtgttaaccc 


aaatgacacc 


tgtctggcta 


600 


gctgtgttaa 


aagtgaccac 


tcgtgctcgc 


catgtgctcc 


aatcatagga 


650 


gaatatgctg 


gagaggtttt 


gagatttgtt 


ggtggcattg 


gcctgttctt 


700 
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cagttttaca 


gagatcctgg 


gtgtttggct 


gacctacaga 


tacaggaacc 


750 


agaaagaccc 


ccgcgcgaat 


cctagtgcat 


tcctttgatg 


agaaaacaag 


800 


gaagatttcc 


tttcgtatta 


tgatcttgtt 


cactttctgt 


aattttctgt 


850 


taagctccat 


ttgccagttt 


aaggaaggaa 


acactatctg 


gaaaagtacc 


900 


ttattgatag 


tggaattata 


tatttttact 


ctatgtttct 


ctacatgttt 


950 


ttttctttcc 


gttgctgaaa 


aatatttgaa 


acttgtggtc 


tctgaagctc 


1000 


ggtggcacct 


ggaatttact 


gtattcattg 


tcgggcactg 


tccactgtgg 


1050 


cctttcttag 


catttttacc 


tgcagaaaaa 


ctttgtatgg 


taccactgtg 


1100 


ttggttatat 


ggtgaatctg 


aacgtacatc 


tcactggtat 


aattatatgt 


1150 


agcactgtgc 


tgtgtagata 


gttcctactg 


gaaaaagagt 


ggaaatttat 


1200 


,p taaaatcaga 


aagtatgaga 


tcctgttatg 


ttaagggaaa 


tccaaattcc 


1250 


J 8 ? caattttttt 


tggtcttttt 


aggaaagatt 


gttgtggtaa 


aaagtgttag 


1300 


£y tataaaaatg 


ataatttact 


tgtagtcttt 


tatgattaca 


ccaatgtatt 


1350 


0 ctagaaatag 


ttatgtctta 


ggaaattgtg 


gtttaatttt 


tgacttttac 


1400 


m aggtaagtgc 


aaaggagaag 


tggtttcatg 


aaatgttcta 


atgtataata 


1450 


H acatttacct 


tcagcctcca 


tcagaatgga 


acgagttttg 


agtaatcagg 


1500 


y : aagtatatct 


atatgatctt 


gatattgttt 


tataataatt 


tgaagtctaa 


1550 


p4 aagactgcat 


ttttaaacaa 


gttagtatta 


atgcgttggc 


ccacgtagca 


1600 


aaaagatatt 


tgattatctt 


aaaaattgtt 


aaataccgtt 


ttcatgaaat 


1650 


ttctcagtat 


tgtaacagca 


acttgtcaaa 


cctaagcata 


tttgaatatg 


1700 


atctcccata 


atttgaaatt 


gaaatcgtat 


tgtgtggctc 


tgtatattct 


1750 


gttaaaaaat 


taaaggacag 


aaacctttct 


ttgtgtatgc 


atgtttgaat 


1800 



taaaagaaag taatggaag 1819 

<210> 36 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Val Cys Gly Gly Phe Ala Cys Ser Lys Asn Cys Leu Cys Ala 
15 10 15 

Leu Asn Leu Leu Tyr Thr Leu Val Ser Leu Leu Leu lie Gly lie 
20 25 30 

29 



Ala Ala Trp Gly lie Gly Phe Gly 
35 

Val Gly Val Val He Ala Val Gly 
50 

Leu Val Gly Leu He Gly Ala Val 
65 

Phe Phe Tyr Met He He Leu Leu 
80 

Ser Val Ser Cys Ala Cys Leu Ala 
95 

Gin Leu Leu Glu Val Gly Trp Asn 
110 

Asp He Gin Arg Asn Leu Asn Cys 
125 

Pro Asn Asp Thr Cys Leu Ala Ser 
140 

Cys Ser Pro Cys Ala Pro He He 
155 

Leu Arg Phe Val Gly Gly He Gly 
170 

He Leu Gly Val Trp Leu Thr Tyr 
185 

Pro Arg Ala Asn Pro Ser Ala Phe 
200 

<210> 37 
<211> 390 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> unsure 

<222> 20, 35, 61, 83, 106, 130, 133, 187, 232, 260, 336 
<223> unknown base 

<400> 37 

tgattggagc tgtaaaaaan tcttcaggtg ttgtnatttt tttatatgat 50 

tattctgtaa nttgtattta ttgttcagtt ttntgtatct tgcgcttgtt 100 

tagccntgaa ccaggagcaa cagggtcagn ttntggaggt tggttggaac 150 

aatacggcaa gtgctcgaaa tgacatccag agaaatntaa actgctgtgg 200 

gttccgaagt gttaacccaa atgacacctg tntggctagc tgtgttaaaa 250 

gtgaccactn gtgctcgcca tgtgctccaa tcataggaga atatgctgga 300 
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Leu He Ser Ser Leu Arg Val 
40 45 

He Phe Leu Phe Leu He Ala 
55 60 

Lys His His Gin Val Leu Leu 
70 75 

Leu Val Phe He Val Gin Phe 
85 90 

Leu Asn Gin Glu Gin Gin Gly 
100 105 

Asn Thr Ala Ser Ala Arg Asn 
115 120 

Cys Gly Phe Arg Ser Val Asn 
130 135 

Cys Val Lys Ser Asp His Ser 
145 150 

Gly Glu Tyr Ala Gly Glu Val 
160 165 

Leu Phe Phe Ser Phe Thr Glu 
175 180 

Arg Tyr Arg Asn Gin Lys Asp 
190 195 



Leu 



